CJ Abbott Virus Hunters

TRACKING HIV AND HEPATITIS VIRUSES

HIV and hepatitis viruses can evolve into new and different strains. Abbott is committed

to ongoing research to help our tests keep pace with these viruses. In 1994, Abbott
established the Global Viral Surveillance Program to monitor and track new viral
strains around the world.
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Abbott has identified and Abbott has identified and Abbott has identified a new strain Abbott’s research to monitor

characterized more than 5,000 characterized rare HIV Group N of HIV-1, Group M: Subtype L. the diversity of HIV and hepatitis
virus strains so our tests can and P viruses. Abbott is 1 of only 2 Abbott has made the new strain viruses globally helps our tests
detect a wide range of HIV institutions in the world to available to the research community stay up to date.?
and hepatitis viruses." have done so.* to evaluate this subtype’s impact
on diagnostic testing, treatments
and to potential vaccines.®

© FOR MORE INFORMATION, PLEASE VISIT ABBOTT.COM/VIRUSHUNTERS.

1. Abbott internal data. 2. Brennan CA, Bodelle P, Coffey R, et al. HIV global surveillance: Foundation for retroviral discovery and assay development. Journal of Medical Virology. 2006;78:524-S29.
3. Bodelle P, Vallari A, Coffey R, et. al. Identification and genomic sequence of an HIV type 1 group N isolate from Cameroon. AIDS Research and Human Retroviruses. 2004;20:900-906.

4. Yamaguchi J, McArthur CP, Vallari A, et al. HIV-1 group N: Evidence for ongoing transmission in Cameroon. AIDS Research and Human Retroviruses. 2006;22:453-457. 5. Vallari A, Holzmayer V,
Harris B, et al. Confirmation of putative HIV-1 group P in Cameroon. Journal of Virology. 2011;85:1403-1407. 6. Yamaguchi J, Vallari A, McArthur C, Sthreshley L, Cloherty G, Berg M, Rodgers MA.
Complete genome sequence of CG-0018a-01 establishes HIV-1 subtype L. Journal of Acquired Immune Deficiency Syndromes. 2019.



